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1 <110> APPLICANT: Lees, Ann M. 

2 Lees , Robert S . 

3 Law, Simon W. 

4 Arjona, Anibal A. 

5 <120> TITLE OF INVENTION: NOVEL LOW DENSITY LIPOPROTEIN BINDING 

6 PROTEINS AND THEIR USE IN DIAGNOSING AND TREATING 

7 ATHEROSCLEROSIS 

8 <130> FILE REFERENCE: 10797-004001 

9 <140> CURRENT APPLICATION NUMBER: 09/976,740 

10 <141> CURRENT FILING DATE: 2001-10-12 

11 <150> PRIOR APPLICATION NUMBER: 09/616,289 

12 <151> PRIOR FILING DATE: 2000-07-14 

13 <150> PRIOR APPLICATION NUMBER: US 08/979,608 

14 <151> PRIOR FILING DATE: 1997-11-26 

15 <150> PRIOR APPLICATION NUMBER: US 60/031,930 

16 <151> PRIOR FILING DATE: 1996-11-27 

17 <150> PRIOR APPLICATION NUMBER: US 60/048,547 
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50 <212> TYPE: PRT 

51 <213> ORGANISM: Oryctolagus cuniculus 

52 <220> FEATURE: 

53 <221> NAME/KEY: VARIANT 

54 <222> LOCATION: (1)...(317) 

55 <22 3> OTHER INFORMATION: Xaa = Any Amino Acid 
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248 <210> SEQ ID NO : 6 

249 <211> LENGTH: 151 
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VERIFICATION SUMMARY DATE: 11/29/2001 

PATENT APPLICATION: US/09/976 f 740 TIME: 12:05:23 

Input Set : N : \Crf 3\RULE60\09976740 ♦ raw 
Output Set: N:\CRF3\11292001\I976740.raw 

L:57 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:2 
L:2728 M:341 W: (46) H n n or "Xaa" used, for SEQ ID#:53 
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